Key indicators: single-crystal X-ray study; T = 100 K; mean (C-C) = 0.004 Å; R factor = 0.048; wR factor = 0.146; data-to-parameter ratio = 15.2.
Two independent molecules comprise the asymmetric unit of the title compound, C 12 H 11 N 3 O 2 . These differ in terms of the relative orientations of the benzene rings as seen in the respective dihedral angles formed between the pyridine and benzene rings [17.42 (16) and 34.64 (16) ]. Both molecules are twisted about the amine-tolyl N-C bonds [respective torsion angles = 22.3 (5) and 35.9 (5) ] but only about the aminepyridine N-C bond in the first independent molecule [respective torsion angles = À11.7 (5) and 0. 8 (5) ]. Intramolecular N-HÁ Á ÁO hydrogen bonds preclude the amine H atoms from forming significant intermolecular interactions. The crystal packing features intermolecular C-HÁ Á ÁO and C-HÁ Á Á and -[centroid-centroid distance: pyridinebenzene = 3.6442 (19) Å and pyridine-pyridine = 3.722 (2) Å ] contacts. 
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Experimental
Crystal data 
Data collection
Bruker SMART APEX diffractometer 13178 measured reflections 4804 independent reflections 3344 reflections with I > 2(I) R int = 0.045 Table 1 Hydrogen-bond geometry (Å , ).
Cg1 is the centroid of the C6-C11 ring. 
Comment
Studies of pyridine and pyrimidine derivatives related to the title compound are of interest owing to their putative fluorescence properties (Kawai et al. 2001; Abdullah, 2005) . As a continuation of structural studies on this class of N-heterocycles (Badaruddin et al., 2009; Fairuz et al., 2010) , the title compound, (I), was investigated.
Two independent molecules comprise the asymmetric unit of (I), h at 351 K. The mixture was cooled. The residue was then dissolved in a minimum volume of water (10 ml) and extracted with ether (3 x 10 ml). The ethereal layer was washed with water and dried over anhydrous sodium sulfate. Evaporation gave a reddish solid and recrystallization using ethyl acetate yielded red crystals.
Refinement
Carbon-bound H-atoms were placed in calculated positions (C-H 0.95 to 0.98 Å) and were included in the refinement in the riding model approximation, with U iso (H) set to 1.2 to 1.5U equiv (C). The N-bound H-atoms were located in a difference
Fourier map but were were refined with a distance restraint of N-H = 0.86±0.01 Å, and with unrestricted U iso (H).
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Figures Fig. 1 . The molecular structure of the first independent molecule in (I) showing the atom-labelling scheme and displacement ellipsoids at the 50% probability level. Fig. 2 . The molecular structure of the second independent molecule in (I) showing the atomlabelling scheme and displacement ellipsoids at the 50% probability level. 
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